RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: 0 jf 
Source: 



Date Processed by STIC: 




THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 



FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail bdp: patin21heln@usDto.gov or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3help@uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM . ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1 821 - 1.825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST. 25. 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money 



Checker Version 3.0 can be down loaded from the USPTO website at the following address: 

http://www.uspto.gov/web/offices/pac/checker 
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RAW SEQUENCE LISTING 
PATENT APPLICATION: US/09/766 , 889 

Input Set : A:\507830__l.txt 

Output Set: N:\CRF3\02062001\I766389.raw 

APPLICANT: Luiten, Rosalie 
Boon-Falleur, Thierry 
'-'i.n dor Bruggen, Pierre 
St roc bant., Vincent 



DATE: 02/06/2001 
TIME: 15:50:33 



Does Not Comply 
Corrected Diskette Needed 



^otte, Nathan 



ITLE OF INVENTION: MAGE ANTIGENIC PEP^r-r^ ,: UTru n - KTr , , 

REFERENCE: L04G1/7104 * hICfa H LA - B 3 5 AND HLA-B44 



L040i/7i04 

CURRENT APPLICATION NUMBER : US/09/766 88 
CLRRENT FILING DATE : 2001-01-19 //66 ' 88 
fr-OR APPLICATION NUMBER • US 60/177 --i 
PRIOR APPLICATION NUMBER : VS 0/2 43 2 <15 J> ^ rT^' 0 
NUMBER OF SEQ ID: 59 f /J 1 2000-10-25 

SOFTWARE: FsstSEQ for Windows Version 3 .'o 



<I51> 2000-01-20 



RRORED SFQUENCES 

27? <2!0> c £Q TD N0 . 24 

278 <21J> LENGTH: 9 

279 <21Cv TYPE: np.T 

280 <1U> ORGANISM: Homo sapiens 

282 <^00> SEQUENCE' ~> i 

283 Val Le--. 
> 284 l 



Pro Asp val Phe He Arg Cys 



7C:\CRF3\Outhold\VsrI766889.htm 
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<210> 53 

<211> 10 

<212> PRT 

<213> Homo sapiens 



QXaayGlu Ala Asp Pro Thr Gly His Ser Tyr 



^Xaa^Glu 
>1 sjfa^- 



400> 53 




<210> 55 , 

<211> 314 ll> <212> PRT / 
<400> 55 



<213> Homo sapiens d 



Met Pro Leu Glu Gin Arg Ser Gin His Cys Lys Pro Glu Glu Gly Leu 

Glu Ala Arg Gly Glu Ala Leu Gly Leu Val Gly Ala Gin Ala Pro Ala 

25 

Thr Glu Glu Gin Glu Ala Ala Ser Ser Ser Ser Thr Leu Val Glu Val 

Thr Leu Gly Glu Val Pro Ala Ma Glu Ser Pro Asp Pro Pro Gin Ser 

55 60 
Pro Gin Gly Ala Ser Ser Leu Pro Thr Thr Met Asn Tyr Pro Leu Trp 

Ser Gin Ser Tyr Glu Asp Ser Ser Asn Gin Glu Glu Glu Gly Pro Ser 

90 Q r 
Thr Phe Pro Asp Leu Glu Ser Glu Phe Gin Ala Ala Leu Ser Arg Lys 

105 t i o 

Val Ala Glu Leu Val His Phe Leu Leu Leu Lys Tyr Arg Ala Arg Glu 

Pro Val Thr Lys Ala Glu Met til Gly Ser Val Val Gly Asn Trp Gin 

135 140 

Tyr Phe Phe Pro Val lie Phe Ser Lys Ala Ser Ser Ser Leu Gin Leu 

150 ^55 

Val Phe Gly He Glu Leu Met Glu Val Asp Pro lie Gly His Leu Tyr 

170 

He Phe Ala Thr Cys Leu Gly Leu Ser Tyr Asp Gly Leu Leu G^y Asp 

Asn Gin lie Met Pro Lys Ala Gly III Leu lie lie Val ITu Ala lie 

200 205 

He Ala Arg Glu Gly Asp Cys Ala Pro Glu Glu Lys lie Trp Glu Glu 

215 220 

Leu Ser Val Leu Glu Val Phe Glu Gly Arg Glu Asp Ser lie Leu Gly 

235 oav\ 

Asp Pro Lys Lys Leu Leu Thr Gin His Phe Val Gin Glu Asn Tyr Leu 

Glu Tyr Arg Gin Val Pro Gly Ser Asp Pro Ala Cys Tyr Glu Phe Leu 

265 270 
Trp Gly Pro Arg Ala Leu Val Glu Thr Ser Tyr Val Lys Val Leu His 

280 285 
His Met Val Lys lie Ser Gly Gly Pro His lie Ser Tyr Pro Pro Leu 

295 300 
His Glu Trp Val Leu Arg Glu Gly Glu Glu 
305 310 

<210> 56 \l <211> 9 <212> PRT </ ^oi^ u • ,/ 

<400> 56 *>*n> cKS ^ <213> Homo sapiens ^ 

Glu Val Asp Pro He Gly His Leu Tyr 



VERIFICATION SUMMARY DaT . E . 02/06/^001 

PATENT APPLICATION: US/09/7 66,8 8 9 TIME : 15:50:34 

Input Set : A:\507830_l.txt 

Output Set: N:\CRF3\02062001\I7 668 8 9.raw 



«^!E&r ^^gy?- - — »" 



544 I; » : » h * nvalld/MlS3i ''9 Amino Acid Numbering, SEQ ID:24 
•5 1 ft ^ : f F6atUre miSSing ' <220> not found for SEQ ID* • 51 

! % 2 - 8 ;; a ^ at0ry Featur * missing, <221> not found for S po t D= . ^3 

JJJ J*" : : r r i at ° ry F6atUre missin 9' <222> not found for SeS iD ^3 
■si M : V a "fr°-I y FSatUre mi "ing, <223> not found for SEQ in, .^3 
•'.•5:, ;: 0) . n ° r " Xaa " U3ed: Feature required, for SEO id-53 

" = ;V '; iSsln * Blank Line separator.. <400> field identir- ie - 
V ;: UmeriC Field Identifier Missing, <212> is required" 
-.i 7 ' "'III V :*r meric F eld Identifier Missing, <213> is required 
' *1« til; t ;': 1SSln9 - la ? k Llne se P a "t°r. <400> field identifier 
-i 1 ,; til- - : " U!r,eriC tleld Identifier Missing, <211> is req"ired 
J! ; V T riC Identifier <212> is required 

^ 5 5 • : ° i] eL t IdSntlfier Missin ^' <213> is required. 

:.v'o «' T. : r aSlng Blank Llne separator, <400> field identifier 
' 2'0 IlSS : Cni6rlC FiGld Ide "tifier Missing, <211> is requ.1 
620 o " "'r 10 I: 3 " "entifier ^in g , <212> is recuir.d. 
.""J til; - :.'- neric f , ield "entifier Missing, <213> is required. 
L :: 1SSlng Eian * Llne separator, <400> field identifier 

■ "o trat v •""• C Identlfier Missi »*' <2U> is required. 

- tlol ; FlS d "entifier Missing, <212> is required. 

: 6 -s m 70* ;f ! " erlc F t eld I^"tifier Missing, <213> is required. 

•630 tlti ■'■ ; 5Slny Bl3 f Line s ^« a tor, <400> field identifier 

6 \l till t -^ ariC I-*}* Misai ^' <2U> is required. 

6 30 tilt ■ ^ ° Fl6 d Identlfi6r Missi »*' <212> is required. 

630 M-'?8 I-' rf riC l; el ? Identifier M ^sing, <213> is required. 

bJj M - 2d - i l ' : " iSsin S Blank Line separator, <400> field identifier 
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